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1p in large bowel cancer, 44:107 
1q in pontine astrocytoma, 47:101 
del(2)(p23) in M2, 46:185 
in cold agglutinin disease, 46:89 
in mesothelioma, 46:135 
in myomas, 44:1 


in cervical cancer, 44:229 

in esophageal cancer, 45:101 

in lung tumors, 48:203 

in ovarian cancer, 45:223 

in renal cell carcinoma, 45:197 

in uveal melanoma, 45:249 

3p in mesothelioma, 47:1 

del(4) in CML, 44:55 

in cervical cancer, 44:229 

in large bowel cancer, 44:107 

+4 in ANLL, 45:265; 47:265 

+4 in biphenotypic acute leukemia, 
47:265 

—4 in mesothelioma, 47:1 

del(5) in CML, 44:15 bo 

del(5) in MDS, 44:15; 46:157, 173 

dic(5;11) in male breast; cancer, 
47:107 

i(5p) in mesodermal tumor of. 
ovary, 46:65 

in cervical cancer, 44:229 

in testis tumors, 48:1 

+5 in mesothelioma, 47:1 

5q- in bladder cancer, 46:129 

5q in large bowel cancer, 44:107 

in CLL, 45:143 

in CMMoL (-7), 44:131 

in lymphoma, 47:73 

in melanoma, 44:61 

in myomas, 44:1 

in ovarian cancer, 45:223 

in renal cell carcinoma, 45:197 

in T-ALL, 44:69; 48:229 

6p in MDS, 44:271 

in breast cancer, 46:217 

in melanoma, 44:61 

in myomas, 44:1; 47:179 

in T-ALL, 44:69 

in testis tumors, 48:1 

+7 in bladder cancer, 50:9 

+7 in mesothelioma, 47:1 

+7, 7p and 7q in large bowel 
cancer, 44:83 

—7/7q- in MDS, 44:15; 46:157; 
48:67 

i(8q) in large bowel cancer, 44:83 

in lung tumors, 48:203 

in pleomorphic adenomas, 46:55 

in uveal melanoma, 45:249 

+8 in ANLL, 45:67 

+8 in MDS, 44:15; 46:157 

8q and 8p in large bowel cancer, 
44:107 

in esophageal cancer, 45:101 

in renal cell carcinoma, 45:197 

in T-ALL, 44:69 

9p in gliomas, 47:141 

9p in mesotheliomas, 47:1 

9p in ovarian cancer, 45:223 


294 


10 


in endometrial cancer, 47:155 

in large bowel cancer, 44:107 

in myxoid chondrosarcoma, 45:207 

10q22 in myoma and 
leiomyosarcoma, 47:89 

in cervical cancer, 44:229 

in CLL, 45:143 

in esophageal cancer, 45:101 

in T-ALL, 44:69 

in thyroid tumors, 44:119 

+11 in large bowel cancer, 44:83, 
107 

11q23 in ANLL, 45:1 

11q23 in AT, 46:1 

11q23 in MDS, 45:73 

i(12p) in CIS of testis, 46:75 

i(12p) in ovarian tumor, 45:49 

i(12q) in CLL, 50:171 

in CLL, 45:143 

in cold agglutinin disease, 46:89 

in mesothelioma, 46:135 

in myoma, 44:1; 47:179; 49:51 

in T-ALL, 44:69 

in testis tumors, 48:1; 50:67 

+12 in myomas, 45:63 

12p- in MDS, 44:15 

12q13-14 in lipoma, 47:113 

in CLL, 45:143 

in large bowel cancer, 44:83, 107 

in leukemia and preleukemia, 49:15 

+13 in MDS, 48:179 

13q14.11 in retinoblastoma, 48:265 

in cervical cancer, 44:229 

in CLL, 45:143 

in large bowel cancer, 44:107 

in myomas, 44:1; 47:179 

in T-ALL, 44:69 

inv(14) in AILD, 44:77 

14q11.2 in T-cell lymphoma, 48:39 

in large bowel cancer, 44:107 

in large bowel cancer, 44:107 

in breast cancer, 46:217 

in cervical cancer, 44:229 

in large bowel cancer, 44:83, 107; 
46:143 

in lung tumors, 48:203 

in MDS, 44:15 

in renal cell carcinoma, 45:197 

17p in MDS and ANLL, 46:173 

17p in medulloblastoma, 47:141 

17p- in fibrosarcoma, 48:193 

in breast cancer, 46:217 

in large bowel cancer, 44:107; 
46:143 

iso(18q) in lymphoma, 44:279 

+19 in MDS with thrombocytosis, 
44:187 

in breast cancer, 46:217 

in large bowel cancer, 44:83 


Subject Index 


+20 in hepatoblastoma, 47:243 

+20 in mesothelioma, 47:1 

20q- in MDS, 46:157 

in ANLL, 44:99 

in breast cancer, 46:217 

in large bowel cancer, 44:107 

in M7, 48:119 

pentasomy 1q in Down syndrome 
with ANLL, 47:135 

transient +21 in MPD, 48:259 

21q22 in M4, 44:99 

in meningioma, 45:273 

in myxoid chondrosarcoma, 45:207 

in M7, 48:119 

in neurinomas, 45:55, 237 

—22 in mesothelioma, 47:1 

in large bowel cancer, 44:107 

in myomas, 44:1 

in esophageal cancer, 45:269 

—Y in MDS, 44:15; 46:157 

—Y in meningiomas, 45:41 

—Y in thorotrast exposure, 45:13 


Chronic lymphocytic leukemia (CLL) 


B-cell type, 45:143; 50:171 

chromosome changes, 45:143; 48:39; 
183; 50:171 

clinical implications of cytogenetic 
changes, 45:143 

i(12q) in, 50:171 

molecular studies, 48:183 

no +12 or t(11;14) by molecular studies, 
48:183 

normal karyotypes and molecular 
studies, 48:183 

T-cell type, 48:39 

6, 11, 13 and 14 in, 45:143 

+12 in, 45:143; 48:183 


Chronic myelocytic (myelogenous) 


leukemia (CML) 

bcr-abl] changes, 44:143; 48:75; 209 

blast crisis with —7 and dms, 48:133 

BMT and chromosomes, 46:83; 47:55 

chromosome changes in, 44:55, 181; 
45:13; 46:83; 47:55, 197, 219; 48:75, 
209; 49:15 

chromosomes in cryopreserved cells, 
45:179 

complex rearrangements with 7 
breakpoints, 48:75 

i(17q) in (Ph—), 49:271 

in child with bcr rearrangement, 44:277 

in Hodgkin disease, 49:171 

in radiation exposure, 45:13 

juvenile type, 44:55 

Klinefelter syndrome and, 48:135 

masked Ph, 47:219 

multiple clones in, 47:55 

Ph chromosome, 44:181; 46:83; 47:197; 
48:75, 209 


Subject Index 


promyelocytic blast phase, 50:109 
Robertsonian translocation, 45:193 
t(15;17) in Ph+ CML in blast crisis, 
50:109 
translocations in, 46:83; 47:55, 197; 
48:75 
use of G-CSF, 47:277 
variant Ph, 44:181; 46:83; 47:197, 219; 
48:209 
4 and 5 in, 44:55 
Chronic myelomonocytic leukemia 
(CMMoL) 
biclonal evolution, 44:131 
chromosome changes in, 44:15, 131; 
46:99, 157, 173 
expression of FRA16B, 49:229 
heterochromatin involvement, 46:99 
in a child, 44:131 
multiple clones, 47:171 
prognostic and survival aspects, 44:15; 
46:157, 173; 50:227 
secondary (therapy-related), 46:173; 
50:227 
t(3;21) in, 50:227 
unrelated clones, 47:171 
Cold agglutinin disease 
B-cell and, 46:89 
chromosomes, 46:89 
+3 and +12 in, 46:89 
Colorectal tumors; see Large bowel 
Culture 
brain tumors, 47:141 
establishment of cell line (ALL), 46:201 
of MDS cells, 46:157 
of prostatic cancer cells, 46:191 
Culture media 
conditioned, 46:107 
factors of conditioned medium, 46:107 
masking of chromosome changes in 
leukemia and, 46:107 
Cytogenetics 
in ALL, 44:143; 46:107, 201; 47:29, 249; 
49:1, 15, 133; 50:31 
in AML, 44:169; 47:139; 50:103 
in ANLL, 44:99, 143, 169; 45:1, 67, 193; 
46:99, 107; 47:139, 171, 249; 48:119; 
49:115, 277, 50:103, 161 
in APL, 47:41; 50:109 
in Askin tumor, 47:89 
in bladder cancer, 49:143; 50:9 
in brain tumors, 47:141 
in breast cancer, 46:217; 47:107; 49:203 
in cervical cancers, 44:229 
in CIS of testis, 46:75 
in cold agglutinin disease, 46:89 
in colon polyps, 49:249 
in dermatofibrosarcoma, 49:194, 273 
in endometrial tumors, 46:41; 50:189 
in erythroleukemia, 50:89 
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in esophageal cancer, 45:269 

in esophageal cancer (cell lines), 45:101 

in Ewing sarcoma, 47:61, 89 

in fibrosarcoma, 48:193; 49:199, 273 

in germ cell tumors, 50:67 

in Hodgkin disease, 50:1 

in kidney tumors, 45:197 

in lipoma, 45:81; 47:113, 49:235 

in liver tumor, 47:243 

in lung tumors, 48:203; 49:37, 95, 185 

in lymphoma, 44:279; 45:125, 231; 
46:107; 47:73; 48:39; 49:219; 50:53 

in meningiomas, 45:41, 237, 273 

in mesothelioma, 46:135; 47:1 

in M2, 46:185 

in M3, 45:193 

in M4, 44:99; 45:261 

in M5, 46:99 

in M7, 48:119 

in neurinomas, 45:55 

in osteosarcoma, 45:121; 50:125 

in ovarian tumors, 44:223; 45:223; 
46:65, 71, 115; 48:53, 243; 49:95, 
50:67, 189 

in Philadelphia-positive acute leukemia, 
44:143; 47:29 

in progeny of mother treated for AML, 
50:169 

in prostate cancer, 48:83 

in radiation exposure, 45:13 

in radiation-induced sarcomas, 50:125 

in renal cell carcinoma, 45:197 

in salivary gland tumors, 44:153; 46:35, 
55; 50:161 

in secondary leukemia, 44:275; 45:1; 
46:173; 48:67, 125; 49:57, 171; 
50:165 

in secondary MDS, 46:173 

in squamous cell carcinoma, 44:209; 
47:131 

in teratoma, 46:115 

in testis, 46:75; 48:1, 143; 50:67 

in uterine tumors, 46:41; 59:189 

in uveal melanoma, 45:249 

in Warthin’s tumor (adenolymphoma), 
46:35 

in Wilms tumor, 45:35 

multiple clones in ANLL and MDS, 
47:171 

of acute leukemia, Ph+, 44:143 

of AILD, 44:77; 50:115 

of CLL, 45:143; 50:171 

of CML, 44:55, 143, 181; 45:13, 193; 
46:83; 107; 47:55, 197; 48:75, 209; 
49:15 

of CMMoL, 44:15, 131; 46:99, 157, 173 

of large bowel cancers, 44:83, 107; 
46:143 

of MDS, 44:15, 187, 271; 45:73, 193; 
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46:107, 125, 157, 173, 243; 47:171, 
275; 49:113 

of melanoma, 44:61; 48:237 

of preleukemia, 49:15 


of refractory anemias, 44:15; 46:157, 173 


of T-ALL, 44:47, 69; 48:229; 49:1, 69; 
50:31 

of thyroid tumors, 44:119, 217; 47:227 

of tuberous sclerosis, 45:161 

of uterine myomas, 44:1; 45:63; 47:89, 
179; 49:51 


of uterine sarcomas, 44:27; 47:89; 48:217 


unrelated clones in ANLL and MDS, 
47:171 


Deletions 

del(2)(p23) in M2, 46:185 

in AILD, 50:15 

in ANLL, 45:1, 46:173 

in breast cancer, 46:217; 49:203 

in cervical cancers (1p-,3p-), 44:229 

in CLL, 45:143 

in CMMoL, 44:131 

in Hodgkin disease, 50:1 

in hydroxyurea-treated cases of MPD, 
49:57 

in large bowel cancers, 44:83, 107; 
46:143 

in leiomyosarcoma, 47:89 

in lung cancer, 49:37 

in lung tumors, 48:203; 49:37 

in lymphoma, 45:125; 49:265; 50:1, 53 

in MDS, 44:15; 47:275 

in melanoma, 44:61 

in mesothelioma, 47:1 

in myomas, 44:1; 47:89 

in ovarian tumors, 48:53, 243 

in salivary gland tumors, 44:153; 46:55; 
50:161 

in squamous cell carcinoma, 44:209 

3p- in renal adenoma, 49:125 

4p- in renal cell carcinoma, 49:125 

4q- in CML, 44:55 

5q- in CML, 44:55 

5q- in MDS, 44:15; 46:157, 173; 47:171, 
275; 48:67 

6q in lymphoma, 47:73 

6q- in T-ALL, 44:69; 48:229 

7q- in MDS, 44:15; 46:157, 173 

7q- in M4, 45:261 

9p- in gliomas, 47:141 

9p- in T-ALL, 44:69 

11q- in thyroid tumor, 44:119; 47:227 

12p- in MDS, 44:15; 47:275 

12p- in T-ALL, 44:69 

13q in leukemia and preleukemia, 49:15 

13q14.11 in retinoblastoma, 48:265 

17p- in fibrosarcoma, 48:193 


Subject Index 


20q- in MDS, 46:157 
Xq25 in XLP, 47:163 
Derivative chromosomes 
in breast cancer, 49:203 
in CIS of testis, 46:75 
in CMMoL, 44:131 
in Hodgkin disease, 50:1 
in Krukenberg tumor, 46:71 
in large bowel cancer, 44:83, 107; 
46:143 
in lymphoma, 45:125; 47:73; 50:1 
in MDS, 45:73; 46:157, 173 
in mesothelioma, 47:1 
in salivary gland tumors, 46:55 
in thyroid cancer, 47:227 
Dermatofibrosarcoma protuberans 
cytogenetics of, 49:199, 273 
in old burn scar, 49:199 
ring chromosome in, 49:273 
+8 and +8,+r in, 49:199 
Dermoid cysts; see Teratoma 
Desmoid cyst 
chromosomes in, 44:223 
DNA levels in, 44:223 
ovarian, 44:223 
Dicentric chromosome 
dic(5;11) in male breast cancer, 47:107 
in medullary thyroid cancer, 47:227 
DNA levels 
DNA content and karyotypes in thyroid 
tumors, 50:249 
in ovarian tumors, 44:223 
in testicular tumors, 48:143 
with flow cytometry, 44:223 
DNA rearrangements 
in acute leukemia, 50:199 
in AT at 11q23, 46:1 
in bladder tumors, 49:143 
in brain tumors, 47:141 
in CLL, 48:183 
in CML, 44:143, 277; 47:219; 48:75; 
49:15 
in large bowel cancer, 44:107 
in leukemia and preleukemia, 49:15 
in lymphoma, 49:219 
in MDS, 45:73; 46:243 
in neurinomas, 45:55 
in ovarian teratomas, 46:115 
in Ph+ acute leukemia, 44:143; 47:29 
in Ph+ ALL, 47:29 
in salivary gland tumors, 44:153; 48:209 
in T-ALL, 44:47; 48:229; 49:69 
in TCRA, 44:47; 46:281 
in testis tumors, 48:1 
of Y in meningiomas, 45:41 
masked Ph, 47:219 
Double minute chromosomes (DMS) 
in blast crisis (lymphoid) of Ph+ CML, 
48:133 


Subject Index 


in brain tumors, 47:141 

in erythroleukemia, 50:89 

in hepatoblastoma, 47:243 

in Krukenberg tumor cell line, 46:71 

in leukocytes of girl with breast cancer, 

44:203 

in murine transformed cells, 49:75 

no telomere sequences in, 48:271 
Down syndrome 

ANLL in, 47:135 

Ewing sarcoma with t(11;22) in, 47:61 

neonatal acute leukemia, 47:135 

pentasomy of #21, 47:135 

skeletal Ewing sarcoma in, 47:61 


Electron Microscopy 
and hereditary retinoblastoma, 48:265 
detection of deletion at 13q14.11, 48:265 
Endometrial tumors; see also Uterus 
cell hybridization, 49:117 
cell lines, 49:117 
chromosome 10, 47:155 
chromosomes in, 46:41; 47:155; 50:189 
malignancies, 46:41; 50:189 
malignant mixed miillerian tumor, 46:41 
resistance to 6-thioguanine and G-418, 
49:117 
1q in, 46:41 
Ependymoma 
cytogenetics of, 47:141 
Epidermal growth factor receptor (EGFR) 
expression, 46:261 
in melanoma cell line, 46:261 
retinoic acid effects, 46:261 
Epiglottis 
cytogenetics of, 49:95 
numerical chromosome changes, 49:95 
squamous Cell carcinoma, 49:95 
Erythroleukemia; see Acute 
erythroleukemia 
Esophageal cancer 
cell lines, 45:101 
cytogenetic studies, 45:101; 45:269 
epidermoid carcinoma, 45:269 
HSR in cell lines, 45:101 
1, 3, 9 and 11 in cell lines, 45:101 
+Y and fra(X)(q28) in cancer, 45:269 
Ewing sarcoma 
chromosomes in, 47:61 
in Down syndrome, 47:61 
primary skeletal, 47:61 
t(11;22) in, 47:61 


FAB classification 
chromosomes in M1, 47:139 
chromosomes in M2, 44:169; 46:185 
chromosomes in M3, 47:41 
chromosomes in M4, 44:99; 45:1, 67 
chromosomes in M5, 45:13; 46:99 


chromosomes in M7, 48:119 
in MDS and chromosomes, 44:15; 
46:157, 173 
MDS vs M6, 49:139 
Familial tumors and diseases 
ataxia-telangiectasia, 50:119 
neurofibromatosis, 45:245 
sarcomas in neurofibromatosis, 45:245 
T-cell leukemia, 49:157 
X-linked lymphoproliferative disease 
(XLP), 47:163 
Fibroblasts 
cell line, SV40-transformed and 
karyotype evolution, 50:231 
chromosomes in, 45:161 
from café-au-lait spot of NF, 47:191 
from normal skin of NF, 47:191 
in tuberous sclerosis, 45:161 
radiosensitivity in NF-6, 47:191 
tetraploidy (in vitro) in colorectal 
cancer, 50:139 
Fibrosarcoma 
chromosome changes, 48:193 
congenital, 48:193 
17p-, 48:193 
Fish(es) 
erbB-like DNA, 50:45 
genus Xiphophorus and linkage group 
VI, 50:45 
Fragile sites 
aphidicolin and, 50:35 
Chinese hamster cell lines, 46:209 
chromosomal, 44:37 
expression of FRA16B, 49:229 
folate-sensitive, 46:209 
fragile(X)(q28) in esophageal cancer, 
45:269 
FRAXD at Xq27.2, 49:137 
FRA16B in lymphocytes and marrow, 
49:229 
guide to, 44:37 
in melanoma cells, 44:61 
in neuroblastoma, 50:35 
in parents of neuroblastoma cases, 50:35 
SCE at Xq27.3 fragile site, 49:87 


Gains 

in brain tumors, 47:141 

in large bowel cancer, 46:143 

in mesothelioma, 47:1 

in testis tumors, 48:143 

in thyroid cancer, 47:227 

of chromosomes in large bowel cancer, 

44:107 
Germ cell tumors; see also Ovary and 
Testis 

in pineal region without i(12p), 50:153 
Glioblastoma 

cytogenetics of, 47:141 
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giant cell, 47:141 
molecular studies, 47:141 
multiform, 47:141 
Gliosarcoma 
chromosomes in, 47:141 
Growth factors 
effect on MDS cells, 48:169 
hematopoietic growth factors, 48:169 
recombinant, 48:169 


Head and Neck 
chromosomes in SCC, 47:131; 49:95 
epiglottis cancer, 49:95 


squamous cell carcinoma (SCC), 47:131 


Hepatoblastoma; see Liver 
Hepatocellular carcinoma; see Liver 
Heterochromatin 
involvement in monocytic leukemia, 
46:99 
1h, 4h and 9h in monocytic leukemia, 
46:99 
Hodgkin disease (HD) 
chromosome changes, 50:1 
Ph+ CML in treated HD, 49:171 
serial studies, 50:1 
Homogeneously staining regions (HSR) 
in breast cancer, 49:203 
in esophageal cancer cell lines, 45:101 
in murine-transformed cells, 49:75 
HTLV-I carriers 
chromosomes in lymphocytes, 49:157 
family study, 49:157 
Human Gene Mapping 10 (1989) 
book review, 49:141 
Hybrid leukemia 
t(8;21) in, 49:177 


Inversion 
in breast cancer, 46:217 
in large bowel cancer, 46:143 
in mesothelioma, 47:1 
in salivary gland tumors, 46:55 
inv(14) in angioimmunoblastic 
lymphadenopathy, 44:77 
Isochromosomes 
double i(18q) in lymphoma, 44:279 
i(5p) in mesodermal tumor of ovary, 
46:65 
i(6p) and i(6q) in melanoma, 44:61 
i(6p) in lymphoma, 47:73 
i(7q) in melanoma, 44:61 
i(8q) in lung tumors, 48:203 
i(8q) in uveal melanoma, 45:249 
i(11q) in M5a, 48:61 
i(12p) in CIS of testis, 46:75 


i(12p) in malignant ovarian tumor (yolk 


sac), 45:49 
i(12p) in testis tumors, 48:1, 143 


Subject Index 


i(12q) in CLL, 50:171 

i(17q) in CML (Ph-—), 49:271 

i(18q) in lymphoma, 44:279 

in breast cancer, 49:203 

in cervical cancers, 44:229 

in large bowel cancer, 44:83, 107; 
46:143 

in MDS, 46:157 

in mesothelioma, 47:1 

pseudodicentric isochromosome 22 in 
meningioma, 45:273 

14q in MDS, 49:113 


Karyotypes 


in APL, 47:41; 50:109 

in Askin tumor, 47:89 

in brain tumors, 47:141 

in CMMoL, 44:15, 131; 46:99, 157, 173 

in Ewing sarcoma, 47:61, 89 

in hydroxyurea-treated cases, 49:57 

in liver tumor, 47:243 

in MDS, 44:15, 187, 271; 45:73, 193; 
46:107, 125, 157; 173, 243; 47:171, 
275; 49:113 

in melanoma, 44:61; 48:237 

in progeny of mother treated for AML, 
50:169 

in prostate cancer, 48:83 

in testis, 46:75, 48:1, 143, 50:67 

in uterine myomas, 44:1; 45:63; 47:89, 
179, 49:51 

multiple clones in MDS and ANLL, 
47:171 

of acute leukemia, Ph+, 44:143 

of AILD, 44:77; 50:15 

of ALL, 44:143; 46:107, 201; 47:29, 249; 
49:1, 15, 133; 50:31 

of AML, 44:169; 47:139; 50:103 

of ANLL, 44:99, 143, 169; 45:1, 67, 193; 
46:99, 107; 47:139, 171, 249; 48:119; 
49:115, 277; 50:103 

of bladder cancers, 49:143; 50:9 

of breast cancer, 46:217; 47:107; 49:203 

of cervical cancers, 44:229 

of CIS of testis, 46:75 

of CLL, 45:143; 50:171 

of CML, 44:55, 143, 181; 45:13, 193; 
46:83, 107; 47:55, 197; 48:75, 209; 
49:15 

of cold agglutinin disease, 46:89 

of colon polyps, 49:249 

of dermatofibrosarcoma, 49:199, 273 

of endometrial tumors, 46:41; 50:189 

of erythroleukemia, 50:89 

of esophageal cancer, 45:101, 269 

of fibrosarcoma, 48:193; 49:199, 273 

of germ cell tumors, 50:67 

of Hodgkin disease, 50:1 
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of kidney tumors, 45:197 

of large bowel cancer, 44:83, 107; 46:143 

of lipoma, 45:81; 47:113; 49:235 

of lung tumors, 48:203; 49:37, 95, 185 

of lymphoma, 44:279; 45:125, 231; 
46:107; 47:73; 48:39; 49:219; 50:53 

of meningiomas, 45:41, 237, 273 

of mesothelioma, 46:135; 47:1 

of M2, 46:185 

of M3, 45:193 

of M4, 44:99; 45:261; 50:103 

of M5, 46:99 

of M7, 48:119 

of neurinomas, 45:55 

of osteosarcoma, 45:121; 50:125 

of ovarian tumors, 44:223; 45:223; 46:65, 
71, 115; 48:53, 243; 49:95; 50:67, 189 

of Philadelphia-positive acute leukemia, 
44:143; 47:29 

of radiation exposure, 45:13 

of radiation-induced sarcomas, 50:125 

of refractory anemias, 44:15; 46:157, 173 

of renal cell carcinoma, 45:197 

of salivary gland tumors, 44:153; 46:35, 
55; 50:161 

of secondary leukemia, 44:275; 45:1; 
46:173; 48:67, 125; 49:57, 171 

of secondary MDS, 46:173 

of squamous cell carcinoma, 44:209; 
47:131 

of T-ALL, 44:47, 69; 45:67, 137; 48:229; 
49:1, 69; 50:31 

of teratoma, 46:115 

of thyroid tumors, 44:119, 217; 47:227; 
50:249 

of tuberous sclerosis, 45:161 

of uterine sarcomas, 44:27; 47:89; 48:217 

of uterine tumors, 46:41; 50:189 

of uveal melanoma, 45:249 

of Warthin’s tumor (adenolymphoma), 
46:35 

of Wilms tumor, 45:35 

unrelated clones in MDS and ANLL, 
47:171 

Kidney tumors 

and von Hippel-Lindau disease, 49:125 

bilateral renal carcinomas, 49:125 

chromosome changes, 45:197; 49:125 

del(3) in adenoma, 49:125 

del(4) in renal cell carcinoma, 49:125 

in Wiedemann-Beckwith syndrome, 
45:35 

lymphangioma with 45,X,—X,i dic(7q), 
46:29 

renal cell carcinoma, cytogenetics, 
45:197; 49:125 

significance of +7 and loss of sex 
chromosomes, 49:259 


Wilms tumor, 45:35 

3, 7, 9 and 17 in renal cell cancer, 45:197 

+7 and sex chromosome loss, 49:259 
Klinefelter syndrome 

CML (Ph+), 48:135 
Krukenberg tumor 

chromosomes in, 46:71 

of ovary, 46:71 


Large bowel 
chromosomes and lymphocytes of 
polyposis cases, 47:69 
chromosomes in colorectal tumors, 
44:83; 44:107; 46:143; 49:249; 50:139 
cytogenetics of polyps, 49:249 
i(7p) and der(17) as only changes in two 
cancers, respectively, 44:83, 107 
i(8q) in rectosigmoid tumor, 44:83, 107 
molecular and cytogenetic data, 46:143 
polyploidization in cancer, 44:107; 
50:139 
polyposis cases in Norway, 47:69 
tetraploidy (in vitro) in sporadic cancer, 
50:139 
7,17, 8, 11, 13 and 20 in large bowel 
cancer, 44:83, 107; 46:143 
+7 and +13 in polyps, 49:249 
+11 in colorectal cancer, 44:83, 107 
20p- and dup(20q) in colorectal cancers, 
44:83, 107 
Larynx 
chromosome changes in cancer, 44:209 
squamous Cell carcinoma, 44:209 
Leiomyomas 
chromosomes in, 44:1; 45:63; 47:89, 179; 
49:51 
uterine, 44:1; 45:63; 47:89, 179; 49:51 
7, 12 and 14, 47:179 
10q22 in, 47:89 
12q14 in, 49:51 
Leiomyosarcoma 
chromosomes in, 44:27; 47:89; 48:217 
subcutaneous, 48:217 
uterine, 44:27; 47:89; 48:217 
10q22 in, 47:89 
12q13 and 14q24 in, 48:217 
Leukemia cells 
chromosomes in preserved cells, 45:179 
cryopreserved, 45:179 
Lipoma 
chromosome changes, 45:81; 47:113; 
48:281 
complex chromosome anomalies, 47:113 
t(1;6) in, 48:281 
t(2;6)(q36;p21.3) in, 45:81 
t(X;12) in, 49:235 
6p in, 48:281 
12q13-14 in, 47:113 
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Liposarcoma 
t(12;16) in, 48:101 
12q13.3 and 16p11.2, 48:101 
Liver : 
chromosome changes in cancer, 45:255; 
47:243 
hepatoblastoma, 47:243 
hepatocellular carcinoma, 45:255 
+10 and dms in hepatoblastoma, 47:243 
Loss of heterozygosity (LOH) 
in bladder cancers, 49:143 
in breast cancer, 49:215 (Table) 
in large bowel cancer, 46:143 
in leukemia and preleukemia, 49:15 
in MDS, 46:243 
in neurinomas, 45:55 
in testis tumor, 48:1 
Lung cancer 
adenocarcinoma, 49:95, 185 
cell lines, 49:185 
chromosome changes, 48:203; 49:37, 95, 
185 
i(8q) in, 48:203 
numerical changes, 49:95 
squamous Cell carcinomas, 49:37, 185 
3p and 17p, 48:203 
3p- in, 49:37 
Lymphangioma 
of kidney, 46:29 
45,X,—X,i dic(7q) in, 46:29 
Lymphocytes 
acrocentric, interconnections, 50:207 
NOR variants, 50:207 
Lymphoma 
chromosome changes in, 45:125; 47:73; 
48:39, 109, 199; 49:219; 50:53 
chromosome 6 in NHL, 47:73 
cold agglutinin disease and, 46:89 
del(7)(p13p14), 50:53 
deletions in, 49:265; 50:53 
double i(18q) in, 44:279 
effects of BCGF, 48:109 
follicular; small cleaved cell, 48:199 
histologic subtypes, 47:73 
Hodgkin disease, 50:1 
i(18q) in, 44:279 
in AT, 46:9 
molecular studies, 49:219 
Sézary syndrome, 44:193; 45:231; 46:281 
t(8;9)(q12;p21), 45:125 
t(14;18) and t(8;11) in follicular, 48:199 
t(14;19) in B-cell, 49:219 
T-cell, peripheral, 48:39 


Makino, Sajiro 
obituary, 44:139 

Malignant fibrous histiocytoma (MFH) 
chromosomes in, 50:125, 189 
secondary (radiation-induced), 50:25 


Subject Index 


Mammary tumors; see Breast 
Mastocytosis 
chromosome changes, 48:13 
in bone marrow, 48:13 
malignant, 48:13 
Medulloblastoma 
cytogenetics of, 47:141 
Melanoma 
cell lines, 46:261; 48:237 
chromosome changes in, 44:61; 48:237 
EGFR expression in cell line, 46:261 
fragile sites in, 44:61 
malignant, 44:61; 48:237 ae 
significance of chromosome changesj- 
48:237 oy 
uveal, 45:249 : 
1, 6 and 7 in, 44:61 | 
—3 and i(8q) in uveal, 45:249 
Meningioma 
chromosomes in, 45:41, 237; 47:141 
corrected figure psu iso(22) in 45:273; 
48:284 
histopathologic and chromosomal 
correlations, 45:237 
molecular studies (—Y) in, 45:41 . 
pseudodicentric isochromosome 22, . 
45:273 
—Y in, 45:41 
Mesodermal tumor 
chromosomes in, 44:27 
malignant of ovary, 46:65 
mixed, 44:27, 46:65 
Mesothelioma 2 
asbestos exposure, 47:1 | 
chromosomes in, 46:135; 47:1 
peritoneal, 46:135 l 
pleural and pericardial, 47:1 
3 and 12p in, 46:135 
—4, —22, 9p- and 3p-, 47:1 
+5, +7 and +20, 47:1 
MIC IV (Conference on the Morphologic, 
Immunologic, and Cytogenetic 
Classification of Chronic (Mature) B 
and T Lymphoid Leukemias 
report, 48:131 
Micronuelci 
cancer risk and, 48:85 
in lymphocytes, 45:85 
Molecular studies 
EGFR in melanoma cell line, 46:261 
in acute leukemia with t(11;19), 50:199 
in ALL, 49:15; 46:69 
in AML, 49:15 
in AT, 46:1 
in bladder cancer, 49:143 
in brain tumors, 47:141 
in breast cancer line, 46:271 
in chrondrosarcoma (myxoid), 45:207 
in CLL, 48:183 


Subject Index 


in CML, 44:143, 277; 47:219; 48:75, 209; 


49:15 
in hybrid leukemia with t(8;21), 
49:177 
in large bowel cancer, 44:107 
in lymphoma, 49:219 
in MDS, 45:73; 46:243 
in melanoma cell line, 46:261 
in meningiomas (—Y), 45:41 
in Ph+ acute leukemia, 44:143; 47:29 
in Ph+ ALL, 47:29 
in preleukemia, 49:15 
in salivary gland tumors, 44:153 
in T-ALL, 44:47; 48:229; 49:69 
in teratoma of the ovary, 46:115 
in testis tumors, 48:1 
masked Ph, 47:219 
of erbB-like DNA in fishes, 50:45 
of T-cell receptor, 44:47; 46:281 
PCR in somatic cell hybrids, 45:217 
RFLP studies in chondrosarcoma, 
45:207 
RFLP studies in neurinomas, 45:55 
RFLP studies in teratomas, 46:115 
X-chromosomes, 46:271 
11q23 in AT, 46:1 
Monosomy 
in AILD, 44:77; 50:15 
in breast cancer, 46:217; 47:107 
in cervical cancers, 44:229 
in CIS of testis, 46:75 
in Hodgkin disease, 50:1 
in large bowel cancer, 48:83, 107; 
46:143 
in lung tumors, 48:203 
in lymphoma, 45:125; 47:73 
in MDS, 46:173 
in mesothelioma, 47:1 
in renal cell carcinoma, 45:197 
in T-ALL, 44:69; 48:229 
—3 in uveal melanoma, 45:249 
—5 in CMMoL, 44:131; 46:157 
—5 in MDS, 45:157; 48:67 
—5, —7 in secondary leukemia, 48:67 
—7 in blast crisis (lymphoid), 48:133 
—7 in CML, 47:197 
—7 in CMMoL, 44:131; 46:157 
—7 in male breast cancer, 47:107 
—7 in MDS, 44:15; 46:125, 157; 48:67 
—7 in MPD, 49:57 
—7 syndrome in children, 44:263 
—10, —22, —X, —Y in gliomas, 47:141 
—22 in meningioma, 45:237 
—22 in neurinomas, 45:55 
Monosomy 7 (—7) syndrome 
clinical heterogeneity, 44:263 
in children and adolescents, 44:263 
Mouse 
“dic” in Ehrlich-Lettré tumor, 48:23 
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dms and HSR in transformed cells, 
49:75 

plasmacytoma, 46:93 

variant (15;16) in plasmacytoma, 46:93 


Multiple myeloma 


acute leukemia, 48:67 
secondary leukemia following 
melphalan therapy, 48:67 


Myelodysplastic syndromes (MDS) 


chromosome changes in, 44:15, 187, 
271; 45:73, 193; 46:125, 157, 173, 243; 
47:171, 275; 48:49, 169, 279 

chromosome 17 in, 44:15 

CMMolL, 44:15, 131; 46:99, 157; 47:171 

cyropreserved cells, 45:179 

effects of hematopoietic growth factors, 
48:169 

ETS1 in, 45:73 

FAB subgroups, 44:15; 46:157, 173 

leukemic transformation, 44:15 

MDS vs M6, 49:139 

molecular studies in, 46:243 

morphology, course and prognosis, 
44:15; 46:157, 173 

multiple clones, 47:171 

pseudo-Pelger-Huét, 46:173 

RA, 44:15; 46:157, 173 

RAEB, 44:15, 46:125, 157, 173 

RAEB-t, 44:15; 46:157, 173; 47:171 

RARS, 44:15; 46:157 

secondary MDS, 46:173; 48:49, 67 

sequential chromosome changes, 44:15 

small vacuolated granulocytes, 46:173 

spontaneous remission, 46:125 

survival in, 44:19, 22; 46:173; 47:171 

t(11;21) in, 46:243 

therapy-related, 46:173; 48:49 

thrombocytosis and +19, 44:187 

translocation in, 46:173; 48:49 

trisomy 8 (+8) in, 44:15; 47:171 

unrelated clones, 47:171 

use of G-CSF, 47:277 

various cytogenetic techniques, 46:157 

5q- in, 44:15; 47:171, 275; 48:49, 279 

6p in MDS, 44:271 

—7 and +8 in RAEB, 46:125 

—7/7q- in, 44:15 

11q23 and ETS1, 45:73 

12p- in, 44:15; 47:275 

+13 in MDS, 48:179 

+19 and thrombocytosis, 44:187 

—Y in, 44:15 


Myelofibrosis 


and essential thrombocytosis, 45:193 
chromosome changes, 49:57 
hydroxyurea-treated cases, 49:57 
Robertsonian translocation, 45:193 
trisomy 14q in, 49:113 

+14 in, 49:113 
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Myeloma; see Multiple myeloma 

Myeloproliferative disorders (MPD) 
chromosomes in, 49:57 
hydroxyurea-treated cases, 49:57 
transient +21 in newborn, 48:259 
+21 (transient), 48:259 

Myoma; see Leiomyoma 


Nasopharyngeal cancer 
cell line, 49:31 
chromosomes in, 49:31 
cytogenetic characterization, 49:31 
Neurinomas 
chromosome changes in, 45:55 
chromosome 22, 45:55 
in neurofibromatosis, 45:55 
in von Recklinghausen 
neurofibromatosis, 45:55 
karyotypes in, 45:55 
RFLP studies in, 45:55 
Neuroblastoma 
aphidicolin and neuroblastoma 
(parents), 50:35 
cell line, 45:131 
fragile sites in patients, 50:35 
marrow metastasis, 45:131 
t(1;10)(p32;q24), 45:131 
Neurofibromatosis 
fibroblasts from (radiosensitivity), 
47:191 
from skin and café-au-lait spot, 47:191 
neurinomas in, 45:55; 47:141 
peripheral nerve sheath tumors, 45:245; 
47:141 
radiosensitivity of fibroblasts from skin 
and café-au-lait spot, 47:191 
rhabdomyosarcoma, embryonal, 45:245 
sarcomas in three generations, 45:245 
Non-disjunction 
aneuploidy, #21 and, 45:279 
nature of, 45:277 
Non-Hodgkin lymphoma (NHL); see 
Lymphoma 
Nucleolar organizing regions (NOR) 
in lymphocytes, 50:207 
variants in lymphocytes, 50:207 


Oligodendroglioma 
chromosomes in, 47:141 
Oncogenes 
ab! in Ph+ acute leukemia and CML, 
44:143 
c-mos in pleomorphic adenomas of 
salivary gland, 49:165 
c-myb in T-ALL, 48:229 
erbB-like DNA in fishes, 50:45 
EST1 in MDS with change at 11q23, 
45:73; 46:243 
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ets-1 transposition in acute leukemia 
with t(11;19), 50:199 
H-ets-1 and H-ras in MDS, 46:243 
in bladder cancer, 49:143 
myc in brain tumors, 47:141 
ras-p21 in salivary gland tumors, 44:153 
8q12 and c-mos, 49:165 
Oral submucous fibrosis 
SCE studies in patients, 44:197 
Osteosarcoma 
chromosome changes, 45:121; 50:125 
radiation-induced, 50:125 
secondary, 50:125 
small cell, 45:121 
t(11;22) in, 45:121 
Ovary 
adenocarcinomas 45:223; 48:53, 243; 
49:95 
Chinese hamster cell line, 46:231 
chromosomes in malignant ovarian 
tumor, 44:223; 45:49, 223; 46:65, 71; 
48:53, 243; 49:95; 50:189 
clear cell tumor, 48:243 © 
clonal evolution of cancer, 48:53 
desmoid cyst, 44:223; 49:95 
DNA studies in tumors, 44:223; 46:115 
endometrioid carcinomas, 48:243 
germ cell tumor cell line, 50:67 
i(5p) in mesodermal tumor, 46:65 
i(12p) in yolk sac tumor, 45:49 
Krukenberg tumor, 46:71 
mesodermal tumor (mixed, malignant), 
46:65 
metastatic tumor, 48:53 
mucinous, 48:243 
numerical changes in, 49:95 
RFLP studies in teratomas, 46:115 
sarcoma, 48:243 
sclerosing stromal tumor, 49:103 
squamous cell carcinoma, 48:243; 49:95 
teratomas, 46:115 
tumor of, 44:223; 45:49, 223; 46:71, 115; 
48.53, 243; 49:95, 103; 50:189 
yolk sac tumor, 44:223 
1, 3, 6 and 9 in, 45:223 
9p in cancer, 45:223 


Parathyroid tumors 
adenoma, 48:225 
t(1;5) in adenoma, 48:225 
Parotid gland 
mucoepidermoid tumor, 50:161 
t(3;8) and del(5q) as sole change in 
tumor, 50:161 
Peripheral nerve sheath tumors 
in neurofibromatosis (familial), 45:245 


Philadelphia (Ph) chromosomes 


disappearance in APL in relapse, 47:41 


Subject Index 


in a child with Ph+ CML, 44:277 
in acute leukemia, 44:143; 48:35 
in ALL, 48:35; 49:1 
in APL (M3), 47:41 
in blastic phase, 47:219; 50:109 
in CML, 44:143, 181; 46:83; 47:197; 
48:75, 209; 50:109 
late appearing in ALL, 48:35 
masked, 47:219 
molecular studies, 44:143, 277; 47:219; 
48:75, 209 
variant, 44:181; 46:83; 47:197, 219; 
48:209; 50:109 
Pineal tumor 
germ cell tumor without i(12p), 50:153 
Plasma cell leukemia (PCL) 
chromosomes in, 47:47 
ring chromosomes in, 47:47 
Plasmacytoma 
chromosomes in, 46:93 
mouse, 46:93 
Pleomorphic adenomas; see Salivary gland 
tumors 
Plexiform fibrohistiocytic tumor 
cytogenetics, 48:31 
Polycythemia vera (PV) 
ANLL in, 44:275 
t(3;21) and AML in, 44:275 
Polymerase chain reaction (PCR) 
chromosome mapping, 45:217 
on somatic cell hybrids, 45:217 
Polyposis coli 
chromosome changes, 49:249 
high-resolution karyotypes in patients, 
47:69 
Norwegian cases, 47:69 
tetraploidy in fibroblasts, 50:139 
Preleukemia; also see Myelodysplastic 
syndromes 
chromosomes in, 49:15, 57 
der(13) in, 49:15 
molecular studies in, 49:15 
retinoblastoma gene locus, 49:15 
Prematurely condensed chromosomes 
(PCC); see Prophasing 
Prophasing 
acrocentric prophasing with BrdU, 
50:269 
in lymphocytes, 50:269 
in patients with malignancy, 50:269 
Prostate 
cytogenetic analysis, 46:191, 48:83 
technique for culture of cancer cells, 
46:191 
+7, —9 in, 48:83 


Radiation exposure or therapy 
chromosome abnormalities in, 45:13 
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effects of X-ray on Askin tumor, 47:89 
effects on bone marrow, 45:13 
effects on peripheral lymphocytes, 45:13 
follow-up studies, 45:13 
in Japan, 45:13 
radiosensitivity of fibroblasts in NF, 
47:191 
radon-induced M4?, 48:125 
relation to leukemia, 45:13 
secondary (radiation-induced) sarcomas, 
50:125 
translocations and, 45:13 
Radon exposure 
acute leukemia, 48:125 
secondary M4 after 21 years, 48:125 
Rat 
chromosome analysis of sarcoma, 50:75 
Hirosaki sarcoma, 50:75 
single cell transplantation, 50:75 
Receptors 
EGFR in melanoma cell line, 46:261 
TCR and t(7;14) in Sézary syndrome, 
46:281 
TCRA in T-ALL, 44:47; 49:69 
Rectosigmoid tumors; see Large bowel 
Refractory anemia (RA) 
chromosome changes in, 44:15; 45:73; 
46:157, 173; 48:67 
ETS1 in, 45:73 
i(14q) in, 49:113 
prognostic and survival aspects, 44:15; 
46:173 
secondary (therapy-related), 46:173; 
48:67 
11q23 in, 45:73 
Refractory anemia with excess blasts 
(RAEB) 
chromosomes in, 44:15; 45:73; 46:125, 
157, 173; 48:67 
ETS1 in, 45:73 
multiple clones, 47:171 
prognostic and survival aspects, 44:15; 
46:125, 173 
secondary (therapy-related) 46:173; 
48:67 
spontaneous remission, 46:125 
thrombocytosis and +19, 44:187 
unrelated clones, 47:171 
—7 and +8 in, 46:125 
11q23 in, 45:73 
+13 in, 48:179 
+14 in, 49:113 
+19 in, 44:187 
Refractory anemia with excess blasts in 
transformation (RAEB-t) 
chromosomes in, 44:15; 45:73; 46:157, 
173 
ETS1 in, 45:73 
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multiple clones, 47:171 
prognostic and survival aspects, 44:15; 
46:173 
secondary (therapy-related), 46:173 
unrelated clones, 47:171 
11q23 in, 45:73 
Refractory anemia with ring sideroblasts 
(RARS) 
chromosome changes in, 44:15; 46:157 
prognostic and survival aspects, 44:15 
6p in RARS, 44:271 
Renal tumors; see Kidney 
Ring chromosomes 
in breast cancer, 49:203 
in dermatofibrosarcoma, 49:199, 273 
in medullary thyroid cancer, 47:227 
in plasma cell leukemia, 47:47 
Retinoblastoma 
EM detection of deletion, 48:265 
hereditary, 48:265 
locus in leukemia and preleukemia, 
49:15 
subband deletion at 13q14.11, 48:265 
13q14.11 in, 48:265 
Rhabdomyosarcoma 
embryonal in neurofibromatosis, 45:245 
Robertsonian translocations 
in hematologic malignancy, 45:193 
in leukemia, 45:193 
in MDS, 45:193 


Salivary gland tumors 

adenolymphoma, 46:35 

benign tumors, 44:153, 253; 46:35, 55 

carcinoma arising in a pleomorphic 
adenoma, 44:253 

cell line, 44:253; 46:55 

chromosome changes in, 44:153, 253; 
46:35, 55; 50:161 

c-mos in adenomas, 49:165 

malignant tumors, 44:153, 253 

molecular studies in, 44:153 

mucoepidermoid tumor of parotid, 
50:161 

pleomorphic adenomas, 46:55 

t(3;8) and del(5q) as only changes, 
50:161 

tumors, 44:153, 253; 46:35, 55; 50:161 

Warthin’s tumor, 46:35 

8q12 and c-mos, 49:165 

Sarcoma 

chondrosarcoma, myxoid, 45:207 

chromosomes in, 44:27; 49:199; 50:125 

dermatofibrosarcoma, 49:199, 273 

embryonal rhabdomyosarcoma, 45:245 

Ewing sarcoma, skeletal, 47:61, 89 

fibrosarcoma, 48:193; 49:199 

Hirosaki sarcoma (rat), 50:75 
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in neurofibromatosis (three generations), 
45:245 
leiomyosarcoma, 48:217 
leiomyosarcoma of uterus, 47:89 
osteosarcoma, 45:121; 47:89; 50:125 
ovarian, 48:243 
peripheral nerve sheath tumor, 45:245 
radiation-induced, 50:125 
secondary, 50:125 
spindle cell, 50:125 
synovial, 50:125 
uterine, 44:27; 47:89 
Secondary leukemia; also see ANLL 
chromosomes changes in, 44:275; 45:1; 
46:173; 49:57; 50:165 
following melphalan therapy, 48:67 
following radon (21 years), 48:125 
hydroxyurea-therapy of MPD, 49:57 
in children, 45:1 
in multiple myeloma, 48:67 
M1, M2 and M6, 48:67 
M4 and M5, 45:1 
previous chemotherapy, 45:1; 46:173; 
48:67 
pseudo-Pelger-Huét in, 46:173 
secondary APL (M3), 47:41 
t(1;3) in M4, 50:165 
t(3;21) in AML secondary to PV, 44:175 
translocations in, 44:275; 45:1; 46:173; 
47:41; 49:57 
11q23 anomalies in, 45:1 
17p in, 46:173 
Sézary syndrome 
chromosome studies in a patient, 
44:193; 45:231; 46:281 
cytogenetic follow-up, 45:231 
lymphocytes and chromosomes, 44:193; 
45:231 
t(7;14) and TCR, 46:281 
TCR in, 46:281 
Sister chromatid exchange (SCE) 
at Xq27.3 fragile site, 49:87 
cancer risk, 45:85 
in Bloom syndrome, 50:175 
in lymphocytes, 45:85 
in patients with oral submucous 
fibrosis, 44:197 
no effect of EMS at Xq27.3, 49:87 
synergistic effects of azathioprine and 
UV, 45:93 
trans-acting factors and, 48:89 
Soft tissue tumors 
chromosome changes in, 50:125 
fibrosarcoma, 48:193 
leiomyoma, 44:1; 45:63; 47:95, 179 
leiomyosarcoma, 48:217 
lipoma, 45:81; 47:113 
MFH, 50:125 


Subject Index 


plexiform fibrohistiocytic tumor, 48:31 
secondary, 50:125 
spindle cell, 50:125 
synovial sarcoma, 50:125, 277 
Sperm 
chromosomes in, 46:251 
effects of cancer treatment, 46:251 
Squamous cell carcinoma 
chromosome changes in, 44:209; 47:131; 
49:37 
of head and neck, 47:131 
of larynx, 44:209 
of lung, 49:37, 185 
ovarian, 48:243 
translocations in, 47:131 
Synovial sarcoma 
chromosomes in, 50:125, 277 
endonuclease digestion studies, 50:277 
secondary (radiation-induced), 50:125 
t(X;18), 50:277 


T-cell 
ALL (chromosome changes), 44:69; 
45:137; 48:229; 49:1, 69, 241 
ALL with t(14;14)(q11.2;q32), 44:47 
breakpoints in ALL with t(14;14), 44:47 
chromosome changes in peripheral 
T-cell lymphoma, 48:39 
CLL, 48:39 
family study of HTLV-I carriers; 49:157 
HTLV-I carriers; cytogenetic study, 
49:157 
lymphocyte chromosomes in HTLV-I, 
49:157 
lymphoma, 48:39 
receptor alpha chain, 44:47 
Sézary syndrome, 44:193; 46:281 
t(8;11)(q24;q11), 49:69 
T-ALL cell line with t(16;20); 49:241 
6q- in ALL, 48:229 
Techniques 
G-CSF in myeloid leukemias and MDS, 
47:277 
Telomere 
no sequences in dms, 48:271 
Teratoma 
benign, 46:115 
chromosomes in, 46:115 
of ovary, 46:115 
origin of, 46:115 
RFLP zygosity, 46:115 
Testis 
adult tumors, 48:143 
autosomal dosage, 48:1 
cell lines, 50:67 
chromosome changes in, 46:75; 48:1, 
143; 50:67 
CIS of, 46:75 


cytogenetic model, 48:143 
germ cell tumors, 48:143; 50:67 
i(12p) in, 46:75; 48:1, 143; 50:67 
molecular studies in tumors, 48:1 
pathogenesis, 48:143 
seminoma, 48:1, 143 
teratocarcinoma, 48:1 
tumor of, 46:75; 48:1, 143; 50:67 
yolk sac tumor, 48:143 
Therapy-related ANLL and MDS; see 
Secondary leukemia 
Thorotrast 
effects on chromosomes, 45:13 
—Y, 45:13 
Thrombocytosis 
+19 in MDS with, 44:187 
Thyroid 
adenomas, follicular, 44:119, 217 
chromosomes in tumors, 44:119, 127 
(Table), 217; 47:227; 50:249 
DNA content, karyotypes and clinical 
data, 50:249 
follicular adenomas, 44:119, 217; 50:249 
hypodiploid, pseudodiploid and normal 
karyotypes in medullary cancer, 
47:227 
medullary carcinoma, 47:227; 50:249 
metastatic cancer, 47:227 
oxyphil cell adenoma, 50:249 
papillary cancers, 44:119; 50:249 
1 and 11 in tumors, 44:119 
Transient changes 
MPD with +21 (transient), 48:259 
+21 in newborns, 48:259 
Translocations 
in AILD, 50:15 
in ALL, 44:143; 46:201; 49:1; 50:31 
in AML, 44:169, 47:139 
in ANLL, 44:99, 143, 169; 45:1, 67; 
46:99, 173; 47:139; 48:255 
in APL, 47:41 
in Askin tumor, 47:89 
in breast cancer, 46:217; 47:107 
in cervical cancers, 44:229 
in CIS of testis, 46:75 
in CML, 46:83; 47:55, 197; 48:75, 209 
in CMMoL, 46:99 
in endometrial tumors, 46:41 
in Ewing sarcoma, 47:61, 89 
in Hodgkin disease, 50:1 
in large bowel cancers, 44:83; 46:143 
in leiomyosarcoma, 48:217 
in lipoma, 45:81; 47:113 
in lung tumors, 48:203 
in lymphoma, 45:125; 47:73; 48:199 
in MDS, 46:157, 173, 243 
in meningioma, 45:237 
in mesotheliomas, 47:1 
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